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RESULTS

e We implemented a system for
the modelling, management and
interexchange of biomedical
data, leveraging openEHR,
Phenopacket and HL7-FHIR.

e We represented the
Phenopacket data schema as
openEHR archetypes for the
purposes of integration.

mii=AE openEHR
% Phenopacket
@ity data schema

| Variant | Gene
HgvsAllele IscnAllele SpdiAllele VcfAllele

AHL7
FHIR

® \We are testing the system with a
synthetic dataset.

DATA EXCHANGE AND
INTEROPERABILITY

(s 4 " ® Future works include the use
= with real datasets in the rare
A disease and cancer domains.
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